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Epidemiological situation overview
• Cumulative, as of 23 June 2021:

– 178 million confirmed cases
– 3.8 million deaths

• In the last epi week:
– Over 2.5 million new cases and  64,000 

new deaths reported
– Global declines primarily reflect trends in 

the South East Asia & European regions; 
declines slowing 

– 39% increase in case incidence in the 
African Region  

• Global public health risks remain very 
high

• Guard against complacency
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COVID-19 cases reported weekly by WHO Region, and global deaths, 
through week ending 20 June 2021
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Change in cases and deaths in the last 7 days
(as of 23 June 10H CEST)
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Weekly situation by WHO region
(as of 23 June 10H CEST)



Genomic spread of SARS-CoV-2 variants of concern

Continuous virus evolution

Source: Nextstrain based on GISAID data nextstrain.org/ncov/global

https://nextstrain.org/ncov/global
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SARS-CoV-2 Variants of Concern (VOCs) and Variants of Interest 
(VOIs)
WHO label Pango lineage GISAID clade Nextstrain clade Earliest documented samples Date of designation
Variants of Concern (VOCs):
Alpha B.1.1.7 GRY (formerly 

GR/501Y.V1)
20I (V1) United Kingdom, Sep-2020 18-Dec-2020

Beta B.1.351 GH/501Y.V2 20H (V2) South Africa, May-2020 18-Dec-2020

Gamma P.1 GR/501Y.V3 20J (V3) Brazil, Nov-2020 11-Jan-2021

Delta B.1.617.2 G/478K.V1 21A India, Oct-2020 VOI: 4-Apr-2021
VOC: 11-May-2021

Variants of Interest (VOIs):
Epsilon B.1.427/

B.1.429 
GH/452R.V1 21C United States of America, Mar-2020 5-Mar-2021

Zeta P.2 GR/484K.V2 20B/S.484K Brazil, Apr-2020 17-Mar-2021

Eta B.1.525 G/484K.V3 21D Multiple countries,Dec-2020 17-Mar-2021

Theta P.3 GR/1092K.V1 21E Philippines, Jan-2021 24-Mar-2021

Iota B.1.526 GH/253G.V1 21F United States of America, Nov-2020 24-Mar-2021

Kappa B.1.617.1 G/452R.V3 21B India, Oct-2020 4-Apr-2021

Lambda C.37 GR/452Q.V1 20D Peru, Aug-2020 14-Jun-2021
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Persons fully vaccinated per 100 population

Transmission & population Immunity

2,625m doses administered (as of 21 June 2021)

SARS-CoV-2 Seroprevalence SARS-CoV-2 Transmission Intensity

https://covid19.who.int

https://covid19.who.int/
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Variant of Interest (VOI)
A SARS-CoV-2 isolate is a Variant of Interest (VOI) if, 
compared to a reference isolate, its genome has 
mutations with established or suspected phenotypic 
implications, and either:  
• has been identified to cause community 

transmission/multiple COVID-19 cases/clusters, or has 
been detected in multiple countries; OR  

• is otherwise assessed to be a VOI by WHO in 
consultation with the WHO SARS-CoV-2 Virus 
Evolution Working Group. 

Variant of Concern (VOC)
A SARS-CoV-2 variant that meets the definition of a VOI 
(see below) and, through a comparative assessment, has 
been demonstrated to be associated with one or more of 
the following changes at a degree of global public health 
significance: 
• Increase in transmissibility or detrimental change in 

COVID-19 epidemiology; or 
• Increase in virulence or change in clinical disease 

presentation; or 
• Decrease in effectiveness of public health and social 

measures or available diagnostics, vaccines, 
therapeutics. 

SARS-CoV-2 Variants of Interest & Variants of Concern
(working definitions – under revision)

https://www.who.int/en/activities/tracking-SARS-CoV-2-variants

https://www.who.int/en/activities/tracking-SARS-CoV-2-variants
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Variant

WHO
Designation 
(Alert, VOI, 
Possible VOC, 
VOC)

Country of first 
detection/repo
rt

First signal date Signal sources
Latest 
Assessment
date

Key Mutations 
(FOR LAB)

Phenotypic 
Implication 
(ESTAB, SUSP, 
UNK) (FOR LAB)

Phenotypic 
implication - 
COMMENTS

Established 
transmission 
(Community, 
clusters, or 
multiple 
countries) - 
(Y/N/UNK) 
(FOR EPI)

Established 
transmission - 
COMMENTS

Otherwise 
Assessed to be 
VOI (Y/N) 
(LAB+EPI) - ONLY 
IF NOT MET BY 
PREVIOUS CRIT.

Otherwise 
Assessed to be 
VOI by 
WHO+VEWG - 
COMMENTS

Evidence
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Unnamed

Alert

Angola 8-Mar-2021 VEWG 8-Mar-2021

11 Spike 
mutations, 
including E484K 
and P681H.

• CONFIDENTIAL Presented to VEWG. Detected by KRISP in samples from 3 asymptomatic 20 to 23 yo 
athletes that arrived in Angola 13th Jan from Tanzania
• Variants are a sublineage of clade A with > 40 nucleotide mutations (whole genome).
•	There are 11 Spike mutations, including those with potential biological significance and in 
common with current VOCs: E484K, P681H and those l isted on screenshot below.
•	Sequences will  be submitted to GISAID within the next few days.
•	They have isolates for the three viruses but are growing these to sufficient titers for working stocks 
and experiments will  be expedited (incl. neutralization assays).

B.1.525

VOI

Multiple Suspected

mutation 
close to furin 
cleavage site, 
suggest incr 
infectivity; 
E484K

Yes
Transmission in 
multiple 
countries

N/A

• Earliest sample date 15-12-2020.
• Evidence of international spread - reported detections in 23 countries as of 20 Feb (n=292 
sequence counts). Highest frequencies in Denmark (75), UK (73), Nigeria (49), USA (35).
o Denmark previously reported dections in 3/5 regions, with increasing portion with E381K 
mutations. Most of the cases are associated with 3 clusters, however, 8 cases cannot be l inked to 
any known case and five of these have travel history to Nigeria.
o United Kingdom – designated as a "VUI". 
o Nigeria - The first detected was in a sample collected 23 Nov from a patient in Lagos State. So far, 
this has been detected among cases in five states in Nigeria. Cases have also been reported in 
other countries in travelers from Nigeria. Considered by NCDC as a new strain, but not yet a VOC 
and further analysis is ongoing.

B.1.1.7 with E484K 
mutation 
(VOC202102/02) Alert

UK No
1 country, 
l imited 
transmission

• UK labelled as a VOC. 
• As 3 March, 34 cases from England (predominantly in Bristol + SW England), + ?1 case reported in 
the Netherlands
• Being monitored in Germany and Ireland

B.1.1.28.2 (P2)

Alert

Brazil 4-Feb-2021 Yes
Transmission in 
multiple 
countries

• Routinely monitored in Brazil  and is among the dominant strain in three regions. 
• Reported in a few countries including (though less visibil ity as not as readily reported as P1 or 
other VOCs):
o Brazil  (462)
o Chile (18) – Detected in cases with a travel history to Brazil, the United States, and Colombia.
o United Kingdom (31) – detected in several areas of the country, mostly from imported cases. 31 
cases have been reported as of 15 February, a 48% increase from the previous week
o Spain – one travel related case
o Germany – detected in influenza surveil lance, but no further information is available 
• Europe monitoring this variant, incl: Denmark, Netherlands, Israel, Ireland

19B/501Y

Alert

France 18-Feb-2021
Insufficient 
info

• France considers this a VOI due to multiple mutation in spike proteins (501Y, L452R) in addition 
to the H655Y mutation and other mutations (6 core mutations and 2 additional ones that can be 
present or absent). 
• First detected in France in a hospital in an immunocompromised case. 
• Since observed in various regions of France and sometimes associated with clusters. 
• One case has been detected in the South-West France and majority detected in the island territory 
of Mayotte. 
• Detected in Denmark in mid-December and has also been seen in Netherlands, Nigeria and 
Turkey. 

B.1.429

Alert

USA Link 05-03-21

Characterised 
by the spike 
L452R mutation 
but also has 
spike:W152C 
orf1ab:D5584Y 
and N:T205I.

TBD

need to 
review all 
mutation

Yes

Established 
transmission in 
part(s) of one 
country + travel-
associated 
cases in other 
countries

• Earliest sample 6 Jul 2020
• Predominantly circulating in California but exported cases from 16 countries
• Characterized by the spike L452R mutation but also has spikW152C orf1ab:D5584Y and N:T205I.
•As of 2 March, preliminary data indicates a l imited increase in transmissibil ity, by ~15% to ~20%.
•Some preliminary reports with small sample size and very l imited geographic area indicate 
possibil ity of increased severity, but requires further investigation.
•Preliminary data indicate decreased neutralization of the B.1.429 virus by convalescent sera from 
individuals infected prior to September 2020 and vaccine sera is sl ightly reduced (4-and 2-fold 
decrease, respectively). The fold reductions observed for B.1.429 are similar to the fold reduction 
observed for the B.1.1.7 variant, for which currently authorized vaccines are predicted to retain 
efficacy.
•Based on preliminary in vitro data using a pseudo virus system, the L452R substitution 
demonstrated resistance to some monoclonal antibodies.

A.23.1

Alert

Uganda 4-Mar-2021

Yes
Multiple 
countries

•	First detected in Uganda in October 2020
•	Newly emerging A sub-lineages, A.23 and A.23.1, encoding replacements in the spike protein, nsp6, 
ORF8 and ORF9
•	International l ineage with variants of biological significance F157L, V367F, Q613H and P681R
•	613H is predicted to be functionally equivalent to the D614G mutation that arose early in 2020.
•	Main l ineage now observed in Kampala
•	As of 20 Feb, sequences reported from 17 countries, most frequently UK (160), Uganda (48), 
Rwanda (40), Canada (32).

Y453F and Δ69-70HV 
mutations Alert

Russia 12-Jan-2021 Link Insufficient 
info

•	A new variant of the coronavirus was discovered in Russia
•	Acquired 18 mutations in four months of being in the body of a patient with suppressed immunity. 

VOI Criteria  

From Signal to VOI/VOC

Detection
Assessment:

By Lab + Epi Pillars, 
with input from the VEWG Global tracking, 

Investigate of phenotypic impacts,  
Communication



Monitoring 
& 

surveillance
Evidence & 
assessment Policy

Variant surveillance
guidance

TAG-VE TAG-CO-VAC SAGE
CASDE 

Variant evaluation

Data needs Methodologies Roles & Responsibilities

Overarching aim: an integrated approach to monitor & assess 
SARS-CoV-2 variants
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Phenotypic impacts* of VOCs

Alpha (B.1.1.7) Beta (B.1.351) Gamma (P.1) Delta (B.1.617.2)
Increased transmissibility 
risk (change in R or secondary 
attack rate)

Yes Yes Yes Yes ++

Increased severity (risk of 
hospitalization/death)

Possible Possible Possible Possible

Increased reinfection risk 
(following natural infection by other 
variants)

No change Possible Possible Possible

Impacts on diagnostics 
(PCR or Ag RDTs)

Limited, largely negated by 
standard assays

None reported None reported None reported

Impact on vaccine 
efficacy/effectiveness

Protection retained against 
disease, no/minimal loss 
against infection

Protection retained against severe 
disease, potentially reduced 
against mild-moderate disease or 
infection; limited evidence

Protection likely 
against disease; 
very limited 
evidence

Protection against severe 
disease; possible reduced 
protection against mild-
moderate disease or 
infection, limited evidence 

*Generalized findings as compared to other previously/cocirculating variants. Based on emerging evidence from multiple countries, including preprint articles and preliminary reports – all subject to ongoing investigation and 
continuous revision.  See fortnightly updates in the WHO COVID-19 Weekly Epidemiological Update for references and further detail. 

• Impacts detailed in the WHO COVID-19 Weekly Epidemiological Updates

https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports
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Phenotypic Assessment 
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